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Abstract
Structural characteristic analyses of short alpha helix

Antimicrobial peptides related to their antimicrobial activities

Prapassorn Chunhakarn, Phetcharaporn Yingpukdee
Project advisor: Jiraphun Jittikoon, Likasit Wongsorasuk
Department of Biochemistry, Faculty of Pharmacy, Mahidol University

Keyword: Antimicrobial peptides, Cell penetrating peptides

Antimicrobial peptides (AMPs) have various structures. The major mechanism of
action of alpha helical AMPs is membrane disruption mechanism. There are many
factors related to peptide activities such as charge, length, amphiphaticity, conformation
of peptide. The aims of this special project are to review and analyze relationship
between properties of short alpha helix cationic antimicrobial peptides and antimicrobial
activity. The information can use to improve AMPs design and development. We
collected data from APD: The antimicrobial peptide database and analyzed properties
of antimicrobial peptides by using program such as Heliquest and ExPASy. The results
indicated that the AMPs should be the peptide containing 13-15 amino acid in length
with pl values of 8-12, PI/MW 0.0057-0.0078, net charge 2-4, hydrophobicity 50-61%,
hydrophobic moment 0.55-0.7 and bowman index -2 -0 kcal/mol. There are only 6
AMPs illustrated all required properties which are Temporin-B, Temporin-SHa, Macropln

1, VmCT2, Pd mastoparan, PDD-B and MB-21.



