1A59n15 Proteomics 360°- 2026
Transforming Your Samples into Biological Insights
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Proteomics N1uULAT 89 Liquid Chromatography-Tandem Mass Spectrometry (LC-MS/MS)
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‘qﬂﬂiﬂj (Equipment):

High-speed refrigerated centrifuge
Ultrasonic probe or Bath (§1%5U Lysis)
Thermomixer / Incubator

Micro-pipettes (0.1 uL - 1000 uL)

1389 LC-MS/MS (i Orbitrap %38 Q-TOF)

ARLRIMETAIMTUNTUTENNANE (High RAM d1%3U Bioinformatics)

d15tdluazden (Chemicals & Consumables):

Lysis Buffer: (RIPA or SDS-based) W391 Protease Inhibitor Cocktail

Quantitation Kit: BCA %38 Bradford Assay Kit

Digestion Reagents: DTT (Reduction), lodoacetamide (Alkylation), Sequencing grade Trypsin
LC-MS Mobile Phase: Acetonitrile (LC-MS Grade), Water (LC-MS Grade), Formic acid

Consumables: C18 Zip-tips @ %3u Clean-up, Low-protein binding tubes
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Insfniianensa: 02-6448700 , Website: www.pharmacy.mahidol.ac.th

E-mail: phetcharat.umt@mahidol.ac.th, manaw.san@mahidol.ac.th
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Email: mupy.conference.regis@gmail.com
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NANTINBUTNAIUHUANNT “Proteomics 360°-Workshop 2026~

“Transforming Your Sample into Biological Insight”
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830-9.00 u. |awmszleu
9.00-9.15u. | nanitau Ly sesaunieITolasuinnssy

UF3818: Introduction to Proteomics & Sample HAL.AT.AN. 0100518 heamna
9.15 - 10.30 1.

preparation strategy
10.30-10.45 1. WNFUUTENIUBINITIN

U§UAN15 1: Protein extraction and quantitative HAL.AS.NAN. 010058 g
10.45-12.00 . o

e NUINYINT

12.00-13.00 u. WNFUUTENUDINITNANNTUY

U UAN3 2: Protein reduction, Alkylation, Tryptic HAL.AS.NAN. 010058 g
13.00-15.30 w. o

digestion Y NUINYINT

WNFUUTLNIUDIMITIN
15.30-16.00 .
Networking workshop (1)

U39818: Updates on Sample Preparation Kit and P-intertrade
16.00-16.30 u.

Tagging technique

nan3su: Networking HPLAT.NN.800g T heame
16.15-17.00 .

LaENIANYINg
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1381 nanssu INeINg
830-9.00u. | amulleu
9.00 - 9.45 u. U39818: LC-MS/MS Fundamental and Instrument Sci-spec
9.45 - 10.00 u. WNSUUILNIUDINITIN
UfjUAN1S 3: Data quality control of LC-MS/MS A3.8%7U NTBUNDY
10.00 - 12.00 u. o a
profile and parameter selection LaENUINGINT
12.00 - 13.00 u. WNFUUTENUINITNANNTY
U§UAN"3 4: Protein identification by Proteomic A3.8%3U NTBUNDY
13.00 - 15.00 u. | program (MaxQuant/Proteome Discoverer), Access | Wag7iaangns
to free available online data (Data-deposit search)
WNSUUTEMIUDINITIN
15.00 - 15.30 u.
Networking workshop (2)
UfjURAN"3 5: Protein quantification (label-free VS. M3.8%7U NTBUNDY
15.30 - 17.00 W. | Tagging ), Statistical analysis in Proteomics wazuInens
(Normalization, P-value, Fold change)
Fuil 12 nsngnAu 2569
1381 nanssy IneIng
8.30-9.00 u. | awmeilou
Uf N3 6: Statistical and Data visualization (PCA, | 8.05.08.nv50Y Tngny
9.00 - 10.00 u. o
Volcanic plot, Heatmap) by Web-tools LAENUINGING
10.00 - 10.30 u. WNFUUTENIUBINITIN
UfURANIS 7: Statistical and Data visualization (PCA, | 8.03.08.N¥30U TIngn
10.30 - 12.00 . L
Volcanic plot, Heatmap) by R program LAENUINGINT
12.00 - 13.00 u. WNFUUTENIUDINITNANNTUY
Functional Analysis: GO enrichment, KEGG pathway a.mi.ﬂm.ﬂ%%mﬁ ‘?anﬂﬁ
13.00 - 15.00 u. o
and Network Analysis LAZVIUINYINT
WNSUUTENIUDINITIN
15.00 - 15.30 u. i
Networking workshop (3)
UfjUAN"S 8: Mini-presentation of participant results | Hf.A%.0N.01005%8 degmna
15.30 - 17.00 u.
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